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<160> 2 
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<210> 1 

<211> 2610 

<212> DNA 

<213> Homo sapiens 



<400> 1 

atgggtcgtg ccaattctag atcacattct tcaaggtcaa agtctagatc acagtctagt 60 

tctcgatcaa gatcaagatc tcattctaga aagaagcgat acaggtctcg ttccagaaca 120 

tattcaaggt ctcgtagtag agatcgtatg tattctagag attatcgtcg cgattacaga 180 

aataatagag gaatgagacg accttatggg tacagaggaa ggggtagagg gtattatcaa 240 

ggaggaggag gtagatatca tcgaggtggt tatagacctg tctggaatag aaggcactct 300 

aggagtccta gacgaggtcg ttcacgttcc aggagtccaa aaagaagatc cgtttcttct 360 

caaagatcca gaagcagatc tcgccggtca tatagatctt ctaggtctcc aagatcatcc 420 

tcttctcgtt cttcatcccc atatagcaaa tctcctgttt ctaaaagacg agggtctcag 480 

gaaaaacaaa ccaaaaaagc tgaaggggaa ccccaagaag agagtccgtt gaaaagtaaa 540 

tcacaggagg aaccgaaaga tacatttgaa catgacccat ctgagtctat cgatgaattt 600 

aataagtcat cagccacatc cggtgatatt tggcctggcc tttcagctta tgataatagt 660 

cctagatcac cccatagtcc ttcacctatt gctacaccac ctagtcagag ttcatcttgc 720 

tctgatgctc ccatgctcag tacagttcac tctgcaaaaa atactccttc tcagcattca 780 

cattccattc agcatagtcc tgaaaggtct gggtctggtt ctgttggaaa tggatctagt 840 

cgatacagtc cttctcagaa tagtccaatt catcacatcc cttcacgaag aagtcctgca 900 

aagacaatcg caccacagaa tgctccaaga gatgagtcta ggggccgttc ctcgttttat 960 

cctgatggtg gagatcagga aactgcaaag actgggaagt tcttaaaaag gttcacagat 1020 

gaagagtcta gagtattcct gcttgatagg ggtaatacca gggataaaga ggcttcaaaa 1080 

gagaaaggat cagagaaagg gagggcagag ggagaatggg aagatcagga agctctagat 1140 

tacttcagtg ataaagagtc tggaaaacaa aagtttaatg attcagaagg ggatgacaca 1200 

gaggagacag aggattatag acagttcagg aagtcagtcc tcgcagatca gggtaaaagt 1260 

tttgctactg catctcaccg gaatactgag gaggaaggac tcaagtacaa gtccaaagtt 1320 

tcactgaaag gcaatagaga aagtgatgga tttagagaag aaaaaaatta taaacttaaa 1380 

gagactggat atgtagtgga aaggcctagc actacaaaag ataagcacaa agaagaagac 1440 

aaaaattctg aaagaataac agtaaagaaa gaaactcagt cacctgagca ggtaaagtct 1500 

gaaaagctca aagacctctt tgattacagt ccccctctac acaagaatct ggatgcacga 1560 

gaaaagtcta ccttcagaga ggaaagccca cttaggatca aaatgatagc gagtgattct 1620 

caccgtcctg aagtcaaact caaaatggca cctgttcctc ttgatgattc taacagacct 1680 

gcttccttga ctaaagacag gctgcttgct agtacacttg tccattctgt caagaaggag 1740 

caagaattcc gatccatctt tgaccacatt aagttgccac aggccagcaa aagcacttca 1800 

gagtcattta ttcaacacat tgtgtccttg gttcatcatg ttaaagagca atacttcaag 1860 

tcagctgcaa tgaccctaaa cgagcggttc acttcgtatc agaaagccac tgaagaacat 1920 
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agtactcggc 
aggaagcata 
gataaaaaat 
gaaagaagta 
caggaaaaaa 
aaaagagagc 
tctcgagaag 
atgaaagaat 
agagatgatg 
ggcagagggc 
taccaagggg 
aaggacagac 



aaaagagccc 
cccgtttagc 
taaggtgtga 
aagaacgggg 
ctccaaaaga 
aagatcattc 
aaaaggagag 
actcaggctt 
gtgtggatta 
gctttaactt 
atgggattgt 
gcaaggaaga 



tgaaatacac 
aggggaagag 
ctctgctgac 
agattccaag 
ttacaaggaa 
tcgatcttca 
taagaaggaa 
tgcaggagtt 
ttgggccaaa 
caaaaaatca 
tgaagatgaa 
aaaggaataa 



aggagaattg 
agagttttta 
cttcggcatg 
ggctccaggg 
tacaaa tctt 
tcct ct tcag 
agagaagaag 
agccgaccac 
agaggaagag 
ggtagcagtc 
gaagagacca 



acatctcacc 
aagaagaaaa 
acattgatcg 
aatccagtgg 
acaaagatga 
catcaccttc 
aatttaaaac 
gaggaacctt 
gtcgtggtac 
ctaaatggac 
tggaaaataa 



aagtaccctg 
tcaaaaggga 
ccgtagaaaa 
atcaagaaag 
cagtaaacat 
ttctcccagt 
tcaccatgaa 
tcatgacgac 
ttttcaacgt 
tcatgacaaa 
tgaagaaaag 



<210> 2 
<211> 917 
<212> PRT 

<213> Homo sapiens 
<400> 2 

Met Gly Arg Ala Asn Ser Arg Ser 

1 5 
Ser Gin Ser Ser Ser Arg Ser Arg 
20 

Arg Tyr Arg Ser Arg Ser Arg Thr 

35 40 
Arg Met Tyr Ser Arg Asp Tyr Arg 

50 55 
Met Arg Arg Pro Tyr Gly Tyr Arg 
65 70 
Gly Gly Gly Gly Arg Tyr His Arg 
85 

Arg Arg His Ser Arg Ser Pro Arg 
100 

Pro Lys Arg Arg Ser Val Ser Ser 
115 120 
Ser Tyr Arg Ser Ser Arg Ser Pro 

130 135 
Ser Pro Tyr Ser Lys Ser Pro Val 
145 150 
Lys Gin Thr Lys Lys Ala Glu Gly 
165 

Lys Ser Lys Ser Gin Glu Glu Pro 
180 

Ser Glu Ser lie Asp Glu Phe Asn 
195 200 
lie Trp Pro Gly Leu Ser Ala Tyr 

210 215 
Ser Pro Ser Pro lie Ala Thr Pro 
225 230 
Asp Ala Pro Met Leu Ser Thr Val 
245 

Gin His Ser His Ser lie Gin His 
260 

Ser Val Gly Asn Gly Ser Ser Arg 
275 280 
lie His His lie Pro Ser Arg Arg 

290 295 
Gin Asn Ala Pro Arg Asp Glu Ser 
305 310 
Asp Gly Gly Asp Gin Glu Thr Ala 
325 

Phe Thr Asp Glu Glu Ser Arg Val 



His Ser Ser Arg Ser Lys Ser Arg 

10 15 
Ser Arg Ser His Ser Arg Lys Lys 
25 30 
Tyr Ser Arg Ser Arg Ser Arg Asp 
45 

Arg Asp Tyr Arg Asn Asn Arg Gly 
60 

Gly Arg Gly Arg Gly Tyr Tyr Gin 

75 80 
Gly Gly Tyr Arg Pro Val Trp Asn 

90 95 
Arg Gly Arg Ser Arg Ser Arg Ser 
105 110 
Arg Ser Arg Ser Arg Ser Arg Arg 
125 

Arg Ser Ser Ser Ser Arg Ser Ser 
140 

Ser Lys Arg Arg Gly Ser Gin Glu 
155 160 
Glu Pro Gin Glu Glu Ser Pro Leu 

170 175 
Lys Asp Thr Phe Glu His Asp Pro 
185 190 
Lys Ser Ser Ala Thr Ser Gly Asp 
205 

Asp Asn Ser Pro Arg Ser Pro His 
220 

Pro Ser Gin Ser Ser Ser Cys Ser 
235 240 
His Ser Ala Lys Asn Thr Pro Ser 

250 255 
Ser Pro Glu Arg Ser Gly Ser Gly 
265 270 
Tyr Ser Pro Ser Gin Asn Ser Pro 
285 

Ser Pro Ala Lys Thr lie Ala Pro 
300 

Arg Gly Arg Ser Ser Phe Tyr Pro 
315 320 
Lys Thr Gly Lys Phe Leu Lys Arg 

330 335 
Phe Leu Leu Asp Arg Gly Asn Thr 



1980 
2040 
2100 
2160 
2220 
2280 
2340 
2400 
2460 
2520 
2580 
2610 
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340 

Arg Asp Lys Glu 
355 

Glu Gly Glu Trp 
370 

Glu Ser Gly Lys 
385 

Glu Thr Glu Asp 

Gly Lys Ser Phe 
420 

Leu Lys Tyr Lys 
435 

Gly Phe Arg Glu 
450 

Val Glu Arg Pro 
465 

Asn Ser Glu Arg 

Val Lys Ser Glu 
500 

His Lys Asn Leu 
515 

Pro Leu Arg lie 
530 

Lys Leu Lys Met 
545 

Ser Leu Thr Lys 

Lys Lys Glu Gin 
580 

Gin Ala Ser Lys 
595 

Leu Val His His 
610 

Leu Asn Glu Arg 
625 

Thr Arg Gin Lys 

Ser Thr Leu Arg 
660 

Lys Glu Glu Asn 
675 

Asp Leu Arg His 
690 

Arg Gly Asp Ser 
705 

Glu Lys Thr Pro 

Ser Lys His Lys 
740 

Ala Ser Pro Ser 
755 

Glu Arg Glu Glu 
770 

Gly Phe Ala Gly 
785 

Gly Arg Gly Arg 

Asn Asn Ser Asn 
820 

Asp Pro Glu Tyr 



Ala 


Ser 


Lys 


Glu 








360 


Glu 


Asp 


Gin 


Glu 






375 




Gin 


Lys 


Phe 


Asn 




390 






Tyr 


Arg 


Gin 


Phe 


405 








Ala 


Thr 


Ala 


Ser 


Ser 


Lys 


Val 


Ser 








440 


Glu 


Lys 


Asn 


Tyr 






455 




Ser 


Thr 


Thr 


Lys 




470 






lie 


Thr 


Val 


Lys 


485 








Lys 


Leu 


Lys 


Asp 


Asp 


Ala 


Arg 


Glu 








520 


Lys 


Met 


He 


Ala 






535 




Ala 


Pro 


Val 


Pro 




550 






Asp 


Arg 


Leu 


Leu 


565 








Glu 


Phe 


Arg 


Ser 


Ser 


Thr 


Ser 


Glu 








600 


Val 


Lys 


Glu 


Gin 






D 1 D 




rne 


I nr 


C A V 

ber 


Tyr 




con 






Ser 


Pro 


(jIU 


lie 










Lys 


His 


Thr 


Arg 


Gin 


Lys 


Gly 


Asp 








680 


Asp 


He 


Asp 


Arg 






695 




Lys 


Gly 


Ser 


Arg 




710 






Lys 


Asp 


Tyr 


Lys 


725 








Arg 


Glu 


Gin 


Asp 


Ser 


Pro 


Ser 


Ser 








760 


Glu 


Phe 


Lys 


Thr 






"7*7 ^ 




Val 


Ser 


Arg 


Pro 




790 






Ala 


Arg 


Gly 


Val 


805 








Thr 


Thr 


Phe 


Gin 


Thr 


Pro 


Lys 


Ser 



Lys 


Gly 


Ser 


Glu 


Ala 


Leu 


Asp 


Tyr 








380 


Asp 


Ser 


Glu 


Gly 






one 




Arg 


Lys 


Ser 


Val 




410 






His 


Arg 


Asn 


Thr 


425 








Leu 


Lys 


Gly 


Asn 


Lys 


Leu 


Lys 


Glu 








460 


Asp 


Lys 


His 


Lys 






/ n r 

475 




Lys 


Glu 


Thr 


Gin 




4 y u 






Leu 


Phe 


Asp 


Tyr 


505 








Lys 


Ser 


Thr 


Phe 


Ser 


Asp 


Ser 


His 








540 


Leu 


Asp 


Asp 


Ser 






555 




Ala 


Ser 


Thr 


Leu 




57 0 






He 


Phe 


Asp 


His 


ooo 








Ser 


Phe 


lie 


Gin 


Tyr 


Phe 


Lys 


Ser 








620 


Gin 


Lys 


Ala 


Thr 






U J J 




HIS 


Arg 


Arg 


lie 




DjU 






Leu 


Ala 


bly 




£ *n 
O DO 








Lys 


Lys 


Leu 


Arg 


Arg 


Arg 


Lys 


Glu 








700 


Glu 


Ser 


Ser 


Gly 






715 




Glu 


Tyr 


Lys 


Ser 










His 


Ser 


Arg 


Ser 


/HO 








Arg 


GlU 


Glu 


Lys 


Hi S 


His 


GlU 


Met 








1 ft 0 


Arg 


Gly 


Thr 


Phe 






795 




Phe 


Ala 


Gly 


Thr 




810 






Lys 


Arg 


Pro 


Lys 


825 








Lys 


Lys 


Tyr 


Phe 





350 






Lys 


Gly 


Arg 


Ala 


365 








Phe 


Ser 


Asp 


Lys 


Asp 


Asp 


Thr 


GlU 








400 


Leu 


Ala 


Asp 


Gin 






415 




Glu 


Glu 


Glu 


Gly 




430 






Arg 


Glu 


Ser 


Asp 


44 5 








Thr 


Gly 


Tyr 


Val 


Glu 


Glu 


Asp 


Lys 








48 0 


Ser 


Pro 


Glu 


Gin 






495 




Ser 


Pro 


Pro 


Leu 




510 






Arg 


Glu 


Glu 


Ser 


525 








Arg 


Pro 


Glu 


Val 


Asn 


Arg 


Pro 


Ala 








560 


Val 


His 


Ser 


Val 






575 




He 


Lys 


Leu 


Pro 




590 






His 


He 


Val 


Ser 


605 








Ala 


Ala 


Met 


Thr 


bl u 




Pro 


Cor 

oe r 










Asp 


He 


Ser 


Pro 






655 




bill 


Arg 


vai 


rne 




D / u 






Cys 


TV _ _ 

Asp 


Ser 


Ala 


685 








Arg 


Ser 


Lys 


Glu 


Ser 


Arg 


Lys 


Gin 








720 


Tyr 


Lys 


Asp 


Asp 






735 




Ser 


Ser 


Ser 


Ser 




1 OV 






Glu 


Ser 


Lys 


Lys 


765 








Lys 


GlU 


Tyr 


Ser 


rne 


Arg 


Tic 

ne 


Arg 








800 


Asn 


Thr 


Gly 


Pro 






815 




Glu 


Glu 


Glu 


Trp 




830 






Leu 


His 


Asp 


Asp 



# 

WO 99/57535 



PCT/US99/09793 







835 










84 0 










845 








Arg 


Asp 
850 


Asp 


Gly 


Val Asp 


Tyr 
855 


Trp 


Ala 


Lys 


Arg 


Gly 
860 


Arg 


Gly 


Arg 


Gly 


Thr 
865 


Phe 


Gin 


Arg 


Gly 


Arg 
870 


Gly 


Arg 


Phe 


Asn 


Phe 
875 


Lys 


Lys 


Ser 


Gly 


Ser 
880 


Ser 


Pro 


Lys 


Trp 


Thr 
885 


His 


Asp 


Lys 


Tyr 


Gin 
890 


Gly 


Asp 


Gly 


lie 


Val 
895 


Glu 


Asp 


Glu 


Glu 


Glu 
900 


Thr 


Met 


Glu 


Asn 


Asn 
905 


Glu 


Glu 


Lys 


Lys 


Asp 
910 


Arg 


Arg 


Lys 


Glu 


Glu 
915 


Lys 


Glu 
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